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Research Progress in Speed Breeding of Crops

Fang Yudong, Han Tianfu
(Institute of Crop Sciences, Chinese Academy of Agricultural Sciences, Beijing 100081, China)

Abstract  Shortening the growth cycles of progenies after crossing and accelerating the generation advancement are
essential to improve efficiency of crops breeding. We analyzed the major environmental and genetic factors influencing
the duration of growth cycle of crops and reviewed the latest progress in speed breeding by using optimum natural
environmental conditions or artificial photothermal conditions. Moreover, we evaluated the value of the marker-assisted
selection in the progress of speed breeding.
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