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Table 1 Name and origin of the rice varieties (lines)
s i (R) HeIR s R (R P S
Number Variety (line) Origin Number Variety (line) Origin

1 4% 13 Shengdao 13 L ZR A K REWE 5L F 25 OB 203 Daliang 203 I 97 713 FARAOLAT PR 2 7]

2 4% 14 Shengdao 14 L ZR A K REWE 50 F 26 R 207 Daliang 207 I 97 713 FARAOLAT PR 2 7]

3 4% 15 Shengdao 15 L ZR A K REWE 5L F 27 iE4% 303 Runnong 303 Il 7 17 JARAINLAT BR A

4 4% 16 Shengdao 16 L ZR A K REWE 5L F 28 R 306 Daliang 306 I 97 713 FARAOLAT PR 2 7]

5 %% 17 Shengdao 17 R A KGRI T 29 A% 600 Yangguang 600 A3k E 1A 7

6 %% 18 Shengdao 18 W AR B IKFERF T 30 A% 800 Yangguang 800 43k E 1A F

7 %% 19 Shengdao 19 W AR K FEE LA 31 FH9% 900 Yangguang 900 4T3k HFh+ /22 &

8 %% 20 Shengdao 20 W AR K FEE LA 32 K% 958 Yangguang 958 3 Ah 12 Al

9 4% 22 Shengdao 22 1L AR AR /K FEAIT 55 B 33 4% 4 5 Runnong 4 Ll AR AR el b A7 PR A )

10 3723 Shengdao 23 wRpARAE || 4 RCTELS AL L A )

11 275 24 Shengdao 24 LR KRG 7L 35 i< 11 Runnong 11 AR A Al R S A PR 7]

12 7% 25 Shengdao 25 L ZR A KRG 7L 36 F:4% 4 ‘5 Fengdao 4 INZRAE AL A Bt A P AR 7 0
13 27 26 Shengdao 26 1L ZR A8 /K FEAFE 9 37 %% 10 Lindao 10 I T 113 KRG 72

14 2E4F 139 Shengnuo 139 AR KRS T 38 %% 15 Lindao 15 I 37 T 7K R AFF 5

15 %7 136 Shengxiang 136 1L AR A8 K FEAIT 5 B 39 I F% 16 Lindao 16 YRS EK R ST

16 %% 2572 Shengdao 2572 1L AR A8 K FEAIT 5 B 40 I F% 18 Lindao 18 YT EE EK R SR

17 245 27 Shengdao 27 L ZR A KRG 7L 41 %% 19 5 Lindao 19 Wi 7 13 KRB A 72

18  %#% 1722 Shengdao 1722 1L AR A8 K FEAIT 5 B 42 I F% 20 Lindao 20 YRS BRI S AT

19 %5 3466 Shengdao 3466 LI ZR A8 KRBT 5L 43 I%7%% 21 5 Lindao 21 I I T R AL R 2 B
20 7K 9407 Xiangjing 9407 L AR A8 K FERIF 9 T 44 %% 22 Lindao 22 3 T AL Rl 22 Bt
21 %% 28 Shengdao 28 1L ZR A8 /K FEAFE 9 45 I%%% 23 5 Lindao 23 W97 17 Ak Rl 22 B
22 £ 7F 66 Shengxiang 66 L1 2R 48 K FERI T B 46 % 88 Kendao 88 gjﬁ;gﬁgjﬁ%ﬁ%&ﬁﬂﬂﬁﬁﬁﬁ/

T 2 L R 12 LY 7%
23 XM 15 Shengxiangnuo | 11174 K 5T 47 K 505 Nanjing 505 ’j;gﬁ%g%ﬁ;*ﬁﬁﬁ VIt
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24 Shengwunuo 0146 TR 48 X% 15 Shengnuo 1 1L ZR A8 /K FEAFE 55
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SRSk YPS kit Y v PSP BV E AN
=B & (PIC), HricfB% (markerindex, MD) %2
10 MI=AllelexPIC t15., U Allele Az 5155
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2.10 H AR (UPGMA) #EAT RS04,
Iz i BRREIR B
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2.1 SSRARIEZSMENHT
5R (R 2) KW, FrH 48 X514 RM71.
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AT RM443 8 A5 EALI 48 Nt (R) ok
R R 22 2507 055 FoA 40 X 51 7E AL 48 4
mAp (R HREEATIN B 2 A s, (AT S
) 83.3%, JLRIIIE] 133 ANEEL7FE, SSR 519055
A7 I R B AR YU R 1~7 A, P H{E N 3.32.RM336
KRB EM RN SRS, N4 Z2HEEEE
(PIC) A& AL & IR 2 () pR 2, A s PIC
fE Y SSR Aric BB AT A%, SSR A7 s
PIC “F341H°4 0.2560, ZZHEE H A 0.0384~0.7333,
RM336 ] PIC {5, N 0.7333. %% SSR 5|41
MI 284k 6 FEI7E 0.08~5.13, “FHI1E AN 0.93.
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Table 2 Microsatellites primer, chromosome, gene diversity,
number of Alleles, PIC value and MI for SSR markers

a9 e FEHZ R SAEERE PICH Frid

Primer  Chromosome (% i value M1
OSR28 9 0.56 4 0.4723 1.89
RM17 12 0.18 3 0.1722  0.52
RM19 12 0.44 2 0.3444 0.69
RM21 11 0.45 6 0.4249 2.55
RM71 2 0.00 1 0.0000 0.00
RM72 8 0.46 5 0.3994 2.00
RM85 3 0.00 1 0.0000 0.00
RM119 4 0.00 1 0.0000 0.00
RM176 6 0.08 2 0.0739 0.15
RM190 6 0.11 2 0.1064 0.21
RM208 2 0.57 3 0.4750 1.42
RM209 11 0.67 4 0.5985 2.39
RM219 9 0.34 4 0.3216 1.29
RM224 11 0.57 3 0.5007 1.50
RM231 3 0.47 3 0.3927 1.18
RM232 3 0.28 4 0.2654 1.06
RM253 6 0.38 2 0.3047 0.61
RM258 10 0.04 2 0.0384 0.08
RM267 5 0.00 1 0.0000 0.00
RM274 5 0.00 1 0.0000 0.00
RM278 9 0.00 1 0.0000 0.00
RM289 5 0.11 2 0.1064 0.21
RM311 10 0.24 5 0.2308 1.15
RM316 9 0.49 2 0.3685 0.74
RM331 8 0.45 3 0.3679 1.10
RM332 11 0.42 3 0.3806 1.14
RM336 7 0.77 7 0.7333 5.13
RM339 8 0.04 2 0.0384 0.08
RM481 7 0.13 4 0.1294 0.52
RM423 2 0.11 2 0.1064 0.21
RM424 2 0.00 1 0.0000 0.00
RM432 7 0.42 2 0.3318 0.66
RM443 1 0.00 1 0.0000 0.00
RM471 4 0.32 2 0.2688 0.54
RM490 1 0.44 4 0.3917 1.57
RM493 1 0.11 2 0.1064 0.21
RM542 7 0.59 4 0.4996 2.00
RMS551 4 0.54 3 0.4300 1.29
RMS561 2 0.57 3 0.4824 1.45
RM567 4 0.67 4 0.5955 2.38
RM571 3 0.04 2 0.0384 0.08
RM583 1 0.62 6 0.5816 3.49
RM590 10 0.04 2 0.0384 0.08
RM598 5 0.04 2 0.0384 0.08
RM1195 1 0.57 4 0.5127 2.05
RM3331 12 0.45 2 0.3481 0.70
RM7102 12 0.27 2 0.2327 047
RMS&277 3 0.04 2 0.0384 0.08
“F-34) Mean - 0.29 332 0.2560 0.93
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Analysis of Genetic Diversity of Rice Varieties
(Lines) in Shandong Province

Zhang Quanfang’, Jiang Mingsong?, Chen Feng?, Zhu Wenyin?,
Zhou Xuebiao?, Yang Lianqun', Xu Jiandi?

("Institute of Crop Germplasm Resource, Shandong Academy of Agricultural Sciences,
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Abstract Genetic diversity of 48 rice varieties (lines) in Shandong were analyzed with 48 pairs of SSR primers
published in the agricultural industry standard (NY/T 1433-2014) and fluorescent SSR-PCR technology was used
in automatic DNA analyzer. The results indicated that a total of 40 pairs of SSR primers performed polymorphism
and the polymorphism rate was 83.3%. One hundred and thirty-three alleles were detected with an average of 3.32,
ranged from one to seven alleles per locus. The value of PIC ranged from 0.0384 to 0.7333 with an average of
0.2560 per SSR marker. The value of marker index (MI) ranged from 0.08 to 5.13, with an average of 0.93 per SSR
marker. The genetic similarity coefficients (GSC) of 48 varieties (lines) ranged from 0.6390 to 0.9859, with an
average of 0.7800, and GSCs of 89.6% tested materials ranged from 0.7189 to 0.9859 which showed they had
closer genetic relationship. On the basis of GSCs, 48 varieties (lines) were divided into four groups at the threshold
of 0.75 by UPGMA method. The results showed that the rice varieties (lines) in Shandong province had closer
genetic relationship with each other and the genetic diversity was not enough. It was necessary to explore the
genetic resources and enlarge the genetic background in order to increase the yield in current rice breeding.
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