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Table 1 Information of molecular markers
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M: DL2000 DNA marker; 1: BFEZ 65; 2: WWE2%5; 3: BBES55; 4. iLFE 125, 5: =E305; 6: iEFH 15, 7. h1E45, 8
E16%5; 9: FE 13%5; 10: JIIF85; 11: MHZE 105; 12: KE15; 13: ET75; 14: ME65; 15: KR, 16: HE 15
M: DL2000 DNA marker; 1: Longshu 6; 2: Lishu 2; 3: Longshu 5; 4: Yanshu 12; 5: Yunshu 305; 6: Yanshu 1; 7: Zhongshu 4; 8: Zhongshu 16; 9:
Mengshu 13; 10: Chuanyu 85; 11: Yanshu 10; 12: Lingshu 1; 13: Lishu 7; 14: Lishu 6; 15: Datongliwaihuang; 16: Hanwei 1

1 DNARE5RE1N
Fig.1 Examination of DNA concentration and quality
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22 PVX $uMEERE S FHRIE Rxsp R BEAT LAY 3 HH 2 1230bp 4 R4 7 B, 102 341k}
RIS D E PVX iR FE Rel E8ibrid A 11 MBS Rxsp #7187 BEE M K
Rxsp M# 45 R (K 2) EoR, & Rxsp i3idiI# 10.78%.

M 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

2000bp

1000bp 1230bp

M: DL2000 DNA marker; 1: W 155 2: 801 5; 3: TE165; 4: HMW88; 5: WE155; 6: KF2; 7: B4 8: B35,
9: {:% 105; 10: :H:é'% 1 ‘%‘: 11: Ia%: 29 ‘%‘: 12: %1% 2 "Ej—'; 13: {:% 506; 14: iyglljﬁ:]\ 1 "Ej—'; 15: S.stenotomum; 16: #fﬁ 6 ‘%‘

M: DL2000 DNA marker; 1: Lishu 1; 2: Huasong 1; 3: Jinshu 16; 4: Huasong 88; 5: Lishu 15; 6: Ziluolan; 7: Fujin; 8: Kenjia 3; 9: Yunshu 105; 10:
Beijiang 1; 11: Tongshu 29; 12: Xingjia 2; 13: Yunshu 506; 14: Huaen 1; 15: S.stenotomum; 16: Xisen 6

B2 EBIHEL Rxsp #RICH 1E
Fig.2 The PCR of Rxsp marker of part of accessions
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M 1 2 3 4 5 7 8 9 10 11 12

6 13 14 15 16

500bp

321bp
250bp
G SRR 1
The numbered materials are the same with Fig.1
B3 ABSMEL RYSC3 FRicH 1
Fig.3 The PCR of RYSC3 marker of part of accessions
2 3 4 5 6 7 8 9 10 11 12 13 14 15 16
500bp v .
250bp - e S g B B Y ce ER aew Y e 284bp

M: DL2000; 1: +525; 2: MESS; 3: MNE3I T 4. wHi235; 5: WEHE; 6: = 202; 7: Schacoense; 8: S.stoloniferum;
9: RE3E; 10: HTES85; 11: =305 12: = 902; 13: =E 505; 14: =% 107; 15: KifivE; 16: Spinnatisecta

M: DL2000 DNA marker; 1: Tuyan 2; 2: Zhengshu 5; 3: Xingjia 3; 4: Kexin 23; 5: Favorita; 6: Yunshu 202; 7: S.chacoense; 8: S.stoloniferum; 9:
Dongshu 3; 10: Jinshu 8; 11: Yunshu 305; 12: Yunshu 902; 13: Yunshu 505; 14: Yunshu 107; 15: Atlantic; 16: S.pinnatisecta

B4 EBS#KL YES3-3B #RicH 1
Fig.4 The PCR of YES3-3B marker of part of accessions
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750bp
500bp

1 2 3 4 5 6 7

587bp

M: DL2000 DNAmarker; 1: llﬂ% 1 "Ej—'; 2: %*«I’% 1 "Ej—'; 3: 'f“% 3 "Ej—'; 4: EF‘% 6‘%‘: 5: {:% 401: 6: EF‘% 15 "Ej—'; 7: %"T% 2 "Ej—'
M: DL2000 DNA marker; 1: Minshu 1; 2: Xinkeshu 1; 3: Ningshu 3; 4: Zhongshu 6; 5: Yunshu 401; 6: Zhongshu 15; 7: Xueyu 2
&5 FaHHE Ry186 fRici 18
Fig.5 The PCR of Ry186 marker of part of accessions
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Table 2 Analysis of markers of distinct varieties
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Molecular Marker-Assisted Screening of Potato
Germplasm Resources for Virus Resistance
Lou Shubao'?, Yang Mengping', Xing Jinyue', Zhai Lingxia', Wang Hui',
Liu Chunsheng', Wang Lichun’, Song Jiling’

('Keshan Branch of Heilongjiang Academy of Agricultural Sciences/Test-Tube Plantlet Bank of National Potato
Germplasm Resources (Keshan), Qigihar 161005, Heilongjiang, China; 2Academy of Agricultural
and Forestry Sciences, Qinghai University, Xining 810016, Qinghai, China)
Abstract

yield and quality of potato, Ryadg, Rysio and Ry are important genes with extreme resistance to PVY, Rx is an

Potato Y virus (PVY) and potato X virus (PVX) are the two most important viruses that affect the

important gene with extreme resistance to PVX. Four molecular markers closely related to the resistance genes
RYade, Rysio, Ryene and Rx were used to detected 102 potato varieties. The results showed that the most materials
contained YES3-3B markers, accounting for 99.02% of the test materials; the least materials contained Rxsp
markers, accounting for 10.78% of the test materials; four varieties contained only one marker, accounting for
3.92% of the test materials; the 62 varieties contained two markers, accounting for 60.78% of the test materials;
and the 30 varieties contained three markers, accounting for 29.41%. There were six varieties containing four
markers, which were ‘Longshu 11°, ‘S.acaule’, ‘Fujin’, “Yunshu 105°, ‘Jinshu 8’ and ‘Atlantic’, accounting for
5.88% of the test material.

Key words Potato; Virus; Molecular marker
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