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DNA Fingerprinting Technology Progress and Its
Application in Regional Trials of Wheat Varieties

Liu Lihua, Liu Yangna, Zhang Mingming, Zhao Changping, Yang Guohang, Zhang Yuekun,
Wei Nannan, Jia Songyu, Liu Caixia, Xu Ying, Jiao Aitong, Li Hongbo, Pang Binshuang
(Institute of Hybrid Wheat, Beijing Academy of Agriculture and Forestry Sciences/Key Laboratory of Crop DNA
Fingerprinting in Innovation and Utilization of the Ministry of Agriculture and Rural Affairs (Co-Construction by
Ministry and Province)/Beijing Key Laboratory of Crop Molecular Design and Intelligent Breeding/

Beijing Key Laboratory of Molecular Genetics in Hybrid Wheat, Beijing 100097, China)

Abstract DNA fingerprinting technology plays an irreplaceable and important role in the management of wheat
regional trials. Since 2004, China has systematically carried out research and testing of DNA fingerprinting
technology for wheat varieties in regional trials, covering multiple aspects such as identification of approximate
varieties, authenticity, purity, and DNA locus homozygosity rate. After 20 years of development, this technology
has gradually progressed from the exploration stage to the mature stage. Its testing scale has continuously
expanded, testing items have become increasingly diverse, and testing capabilities have significantly improved,
providing a strong guarantee for the authenticity, distinctiveness, and purity of wheat varieties, and laying a solid
technical foundation for wheat variety approval and management. This paper systematically reviews the research
ideas and historical process of wheat DNA fingerprinting technology, comprehensively compares and analyzes
the advantages and disadvantages of SSR and SNP fingerprinting technologies, summarizes the application
trends and practical results of DNA fingerprinting technology in regional trials, and offers several suggestions for
future development, aiming to provide a theoretical basis for the sustainable and healthy development of China’s

wheat seed industry.

Key words Wheat; DNA fingerprinting technology; Regional trials; Variety management
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